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For the isolation of CLP-A, see: Kaufmann & Tobschirbel (1959) . For its synthesis and absolute configuration, see: Prox & Weygand (1966) . For the crystal structure of the 2-propanol solvate, see : Di Blasio et al. (1989) . For NMR studies and the crystal structure of a solvate of unstated composition of CLP-A, see: Matsumoto et al. (2002) . For the cytoprotective ability of CLP-A, see: Kessler et al. (1986) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ) . 
Refinement
H atoms bonded to N atoms were located in a difference map and then positioned geometrically with U iso constrained to be 1.2 times U eq (N).and the bond length constrained to 0.88 Å. Other H atoms were positioned geometrically and refined using a riding model (including free rotation for methyl groups with C-H = 0.95-0.99 Å and with U iso (H) = 1.2(1.5 for methyl groups) times U eq (C).
The chirality of the amino acids can not be determined from the anomalous dispersion, but the relative chirality is clearly all the same. The structure has no atom with Z>8. With Mo radiation and low resolution data, it is impossible to determine the absolute chirality from these data. Based on the synthesis of the molecule by Prox & Weygand (1966) , we have assumed that all amino acids are S. All Friedel mates (4536) were merged in the refinement.
Figures Fig. 1 . The stereo molecular structure of the title compound, with atom labels and 20% probability displacement ellipsoids for non-H atoms. Only H atoms on N or O atoms are included. The methanol molecule (C58-O10) has the C atom pointing toward the viewer. 
